File format for sub-PPI network of SMN+1 and +2 in CORE with corresponding HUMAN PPIs
1. Distance: Distance of the pair of proteins from SMN in CORE (SMN+1: distance = 1 from SMN; SMN+2: distance = 2 from SMN)

2. Human_interactor_A-name: Name of interacting protein A from human PPI

3. Human_accession_number_A: Accession numbers related to the human protein in column 2

4. Human_interactor_B-name: Name of interacting protein B from human PPI

5. Human_accession_number_B: Accession numbers related to the human protein in column 4

6. PPI_accession: Accession numbers referencing interaction between the human proteins in columns 2 and 4 

7. PMID: PubMed IDs addressing the human interaction

8. Mouse_interactor_A-name: Name of mouse ortholog of the human protein in column 2

9. Mouse_accession_number_A: Accession numbers related to the mouse protein in column 8

10. Ortholog_A-database: Databases addressing the otholog relationship between human and mouse proteins in column 2 and column 8 respectively

11. Mouse_interactor_B-name: Name of mouse ortholog of the human protein in column 4

12. Mouse_accession_number_B: Accession numbers related to the mouse protein in column 11

13. Ortholog_B-database: Databases addressing the otholog relationship between human and mouse proteins in column 4 and column 11 respectively

► Naming convention for Ortholog_A and _B-databases
Presence of orthologs in ortholog DBs represents the signature in five individual interolog data sets (left to right: BLAST RBH, Homologene, Human Phylome, Inparanoid, and MACHOS), with 1 representing presence, and 0 absence.
► Naming convention for PPI accession number

PPI accession numbers consists of PPI database name and its corresponding interaction accession number

[name of PPI database]:[accession number]

Example:
bind:34853

There are two types of accession number.

a) When the PPI accession number is available (BIND, DIP, INTACT, MINT):
[name of PPI database]:[accession number]

Example:
bind:34853

b) When the PPI accession number is unavailable (HPRD, MPPI). We generate an ID based on the primary identifiers of the interacting proteins:
[name of PPI database]:[primary ID]-[primary ID]

Example:
hprd:05994-02577

